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SEQUENCE LISTING 



3LL COSTIMULATING MONOCLONAL ANTIBODIES 



<400> 1 

cgagagcctg 

ggcaaacatg 

aacaggagaa 

acaaatttta 

9g99caaata 

gagtctgaaa 

cttggaccat 

ttttaaagta 

gctgaagttc 

catacttatt 

tgaatacatg 

cctataatat 

gaagtgcaag 

tctgctggtg 

gactgccttg 

gaaagcccag 

gcagtgcatc 

ggtactgaat 

tcatactacc 

gcttcaaagc 

actcagtact 

ctttcttgtg 

acagccactc 

atatatctat 

gcctatattc 

cagttaaaat 

caaatttatt 

acaagtttag 

ccagcattct 

ggttgctgtc 

cagcctggag 

cagaggccac 

ctacctgcat 

ctctcataaa 

gaatatgatt 

tattttctct 

caacatttgt 



aattcactgt 
aagtcaggcc 
atcaatggtt 
tgcaaatatc 
ctctgcgatc 
ttctgccatt 
tctcatgcca 
actcttacag 
tggttaccca 
tgttggctta 
ttcatgagag 
ggaactctgg 
attctcttat 
ttttgttcaa 
gtactgccga 
ctcctgtgtg 
agccagtaaa 
ctgcaaagca 
tcttctttct 
tggagctatt 
ctccttcaat 
ccctcaattt 
tcaatagaga 
gcatacatat 
tccctacaag 
ggtttacttt 
ttattatcct 
ttctttttgt 
catggggtag 
agactatacc 
cagccctcca 
taggtattct 
tcataattcc 
aaccacacag 
tggctagaaa 
acttcctgtc 
aactttaggt 



cagctttgaa 
tctggtattt 
ctgccaatta 
ctgacattgt 
tcactaagac 
ctcagttatc 
actattactt 
gaggatattt 
taggatgtgc 
caaaaaagaa 
cagtgaacac 
cacccaggca 
ttccgggacc 
tctggaagaa 
gtcctctcaa 
ctcactggga 
acaaacacat 
aatgagcagc 
gtagggatga 
ttatttctga 
tgctgaaccc 
tctttttaaa 
gctatgtctt 
atacacacat 
aatatttttg 
gttcaagtta 
attttctacc 
agatcatatt 
agcagaatat 
catggtgcct 
gacctgggtg 
tgctcccaga 
aggatctgtg 
cctggaaatt 
gattcttaaa 
tgcatgccca 
aaactgggat 



ictgaacgc 



tgagatgttt 
ccMcaattt 
aaa< 
caacfeacagt 
ctgcaaccta 
gcataVttat 
agcctntgtt 
gtattcatcc 
agccaa^aa 
tgaagca< 
acggaga< 
tgactgtal 
aacaaacac< 
gtggaatc< 
ttacaagaaa 
caaggaccag 
gaattcctct 
gatgttgatg 
cagttgacca 
aatacttcta 
acattctttc 
atgtatataa 
ctccagaaag 
gtggtaggaa 
attatctatg 
aaaattgcaa 
tcatttagcc 
ctgggcttga 
gaattccagg 
ggctgaagtc 
aagagcacat 
ggccctggcc 
tatgtggaat 
aggcttctga 
tatgttgtag 



catc 



gaggactgtt 
tgcttgcgca 
atatttcaca 
aaaatgcagt 
ggaaacacag 
gtctcttttt 
tcaatttttg 
gaatcacaac 
gtagtctgca 
agtgtgcacg 
tctagactca 
tggccagttt 
tgacttaact 
agtcaatggg 
ctcttgcaac 
tgtctccaca 
atgttttaa 
ctgtccg 
taatcagt 
t^aactgtac 
taccaag 
catigactgct 
ctc^gctgct 
lataat 
acat^tctt 
acattgrcccg 
ttttcaN 
acaaaat^cat 
tgaaagcMc 
caggtcaae 
gttgagagc 
accctgggaa\ 
atgtgtcagg 
cttcaagata 
atgattattc 
agcagccaat 
tttaacattt 



aactgtttct 
ttaaagtttt 
acggaggtgt 
tgctgaaagg 
tgtccattaa 
ttctatacaa 
atcctcctcc 
tttgttgcca 
ttttgggatg 
accctaacgg 
cagatgtgac 
tcctcaactt 
acatacatct 
gattttaaca 
cagctttgga 
tctgctccta 
agatgccagg 
catttcacta 
caagggagat 
attagtacat 
actttagatg 
tgacagccca 
caatagtttt 
gaatatattt 
ttctcaaatt 
gaattgaaag 
gctattaatt 
ctttaatggg 
agttactata 
tggtccccat 
tcccctgagc 
tcacagtggt 
[cacaattcc 
cttcttta 
agctggaa 
:gatgcaa 
tgt^actgtg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 



. 1 ^ 



I 



t 



tgcttatagt ttacaagtga Igacccgatat gtcattatgc atacttatat tatcttaagc 22 80 

atgtgtaatg ctggatgtgt Wcagtacagt actgaacttg taatttgaat ctagtatggt 234 0 

gttctgtttt cagctgactt ^gacaacctg actggctttg cacaggtgtt ccctgagttg 2400 

tttgcaggtt tctgtgtgtg gggtggggta tggggaggag aaccttcatg gtggcccacc 24 60 

tggcctggtt gtccaagctg tgcctcgaca catcctcatc cccagcatgg gacacctcaa 2520 

gatgaataat aattcacaaa anttctgtga aatcaaatcc agttttaaga ggagccactt 2580 

atcaaagaga ttttaacagt agtaagaagg caaagaataa acatttgata ttcagcaact 2 640 

g \ 2641 



<210> 
<211> 
<212> 
<213> 



2 

198 
PRT 
8F4 



<400> 2 

Met Lys Ser Gly Leu Trp Tyr\ Phe Phe Leu Phe Cys Leu Arg lie Lys 

1 5 \ 10 15 

Val Leu Thr Gly Glu lie Asn |Gly Ser Ala Asn Tyr Glu Met Phe lie 

20 I 25 30 

Phe His Asn Gly Gly Val Gin lie Leu Cys Lys Tyr Pro Asp lie Val 

35 40 45 

Gin Gin Phe Lys Met Gin Leu lieu Lys Gly Gly Gin lie Leu Cys Asp 

50 55 I 60 

Leu Thr Lys Thr Lys Gly Ser Gly Asn Thr Val Ser lie Lys Ser Leu 
65 70 I 75 80 

Lys Phe Cys His Ser Gin Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 

85 \ 90 95 

Tyr Asn Leu Asp His Ser His AlW Asn Tyr Tyr Phe Cys Asn Leu Ser 

100 \ 105 110 

lie Phe Asp Pro Pro Pro Phe Lys Val Thr Leu Thr Gly Gly Tyr Leu 

115 12a 125 

His lie Tyr Glu Ser Gin Leu Cys\ Cys Gin Leu Lys Phe Trp Leu Pro 

130 135 \ 140 

lie Gly Cys Ala Ala Phe Val Val \ Cys lie Leu Gly Cys lie Leu lie 
145 150 I 155 160 

Cys Trp Leu Thr Lys Lys Lys Tyr Ber Ser Ser Val His Asp Pro Asn 

165 I 170 175 

Gly Glu Tyr Met Phe Met Arg Ala val Asn Thr Ala Lys Lys Ser Arg 

180 ^85 190 

Leu Thr Asp Val Thr Leu 
195 

<210> 3 
<211> 17 
<212> PRT 
<213> 8F4 



<400> 3 

Met Gly Asn Cys Thr Ser Ala Cys Asn\Gly Ala 



1 

Cys 



\10 



Tyr Gly Thr Asn Ala 
15 



<210> 
<211> 
<212> 
<213> 



4 

17 

PRT 

8F4 



<400> 



2 




, 3 



